
 
Additional Variants in known Hypothyroidism genes  
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PAX8 c.985A>G p.F329L exonic Chr2:113993073 rs3188996 missense mother disease causing possibly damaging neutral tolerated 24.7 

TUBB1 c.406G>A p.V136I exonic Chr20:57598888 rs62639976 missense father  polymorphism benign neutral damaging 18.2 
 
 
 
gnomAD Analysis of Variants compared with ZBTB26  
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PAX8 p.F329L 0.02668 1278 95 48 2 133 37 1778 26 119182 

TUBB1 p.V136I 0.00006212 3 0 1 2 0 0 6 0 120288 

ZBTB26 p.L75S ----- ----- ----- ----- ----- ----- ----- ----- ----- ----- 

 
 
 
Supplementary Table S2 
 
 
 
  


